is number of pregnancies for which the mother enrolled in the ALSPAC study and had either returned at least one questionnaire or attended a "Children in Focus" clinic by 19/07/99.
The reciprocal transformation was used to improve uniformity of variance, while the constant value of 30 was added to avoid negative values. Furthermore, multiplying by the constant 1000 avoided the need for three decimal places. This BHR variable has a negative correlation with BHR (i.e. larger value = less BHR).
Genotyping
GSTM1 and GSTT1 (Copy Number Variation polymorphisms) were determined by quantitative real-time PCR to obtain gene-dosage information as previously described 2 , qPCR was performed in duplicate 5µl reactions containing 2ng gDNA template and TaqMan MGB probe assays for the gene of interest and a single copy reference gene (Albumin). CNV can be determined by subtracting the gene of interest Ct value from reference gene Ct value (∆Ct value) or as a ratio of concentration (2^Ct target/2^Ct reference). Genotyping was performed blind to the outcome status.
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